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Import Data
* Upload Tools
1. Select Projects from the Analysis menu.
Create New
* Condition
2. Select the magnifying glass icon ( Q ) next = 11-14-2004  LocusLink Updated
« . » LocusLink information has been updated with the most current data available.
to “Immune Response::Filtered” from the )
. . Resources 11-07-2004 LocusLink Updated
||St Of prOJeCtS‘ + Online Help LocusLink information has been updated with the most current data available.
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10-24-2004 LocusLink Updated
prOJeCt of Immune Response’ Wh'ch Administration Lt:)cigin:(nmfurﬁagu:has been updated with the most current data available.
contains all genes on the Drosophila A 10-17-2004  LocusLink Updated _ _
. . S vy LocusLink information has been updated with the most current data available.
Genome | array. The filtered sub-project e —
Contalns 624 genes that were dlﬁerentla”y b gg;ﬁ:gsh\?;uglﬂaigg)h;esnt;eﬁ.en updated for Human (Build #175), Mouse (Build #141), Rat (Build #135), and
. User Feedbacl
regulated with at least a 1.5 fold change « Question/Comment | 10-10-2004 Locustink Updated
aCFOSS the tlme Serles and StatIStlca”y LocusLink information has been updated with the most current data available.
significant (5% false discovery rate based &1 puobvze ot $ neemet
on ANOVA followed by correction for
multiple testing using the method of
Benjamini and Hochberg).
Projects e
Main [login: dros_immune) > Analysis > Projects
Project Description Date|
Q Immune Response Timecourse. RMA 05-05-2004
@ Immune Response :: Filkered 1.5 fold, 5% FDR, 624 genes 05-05-2004
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(continued) 3
Gene Sifter.Net™
» Project Summary: Filtered
3. The Project Summary section lists the ~BRdsomHiLA
time points examined in this project. The Conditions:
immune response time series examines » Group 1
. . . . = Ohr [C]
gene expression in uninfected flies (Ohr) S5
and at 1.5, 3, 6, and 12 hours after i
infection. \3 )
(login: dros_immune) > Analysis > Projects e
SeIeCt the Cluster ||nk from the Project » Project Analysis: Filtered [Gene Navigation | Gene Function | Pattern Navigation | CIu{f)er | Export ]
Analysis section. Search lhvuame ‘
Name:
4. Partition cluste!'ing will be used to separate Option: [ Match Al Wards v - /Me;:?f statistics: [Na Statsties 9]
the 624 genes into groups based on
. ow: v -Sear:h
expression pattern. Set the Clusters pull- . (Seerr)
down menu to 4 in the PAM section and
click Search. o
Search by Accession, UniGene or Probeset ID hd
e;]http:/fm - net/users/’ get_project&mod=arr&study_id=22658arr ® Internet
(login: dros_immune) = Analysis > Projects e
» Project Analysis: Filtered [ Gene Navigation | Gene Function | Pattern Mavigation | Cluster | Export ]

PAM - Partitioning around medoids

Clusters: Distance:

CLARA - Clustering Large Applications

Clusters: Distance:
Row Center: Search
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(continued)
5. Eachline graph summarizes the gene Project: Filtered ot e e e o €
expression pattern for that cluster (each
: . K-medoids Clustering Clusters: 4 ¥ | Distance: |Euclidean |~ | Row Center:|Row Mean ~
gene in a cluster has an expression pattern
more similar to pattern shown in the graph
than to the pattern associated with each of (5 , .
. Mean silhouette width: 0.390
the other clusters). The number of genes in
each cluster is listed below the graphs. 0 a5
Silhouette widths measure how the genes in il ol
each group are clustered and can be used to ol . 4
select the best number of clusters for a set of '
genes. See the help documents for this page " _ AT d
for more information about silhouettes. i N e
0.4 L: —0.4-
6. Tq view page-specific help docum.ents for e [
this, or any page, select the question mark
icon (@) located at the upper right page Niean si wickh: 0453 Ve gl width: & 915
corner. e T
i
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7. Select Cluster 4 (37 genes showing dramatic I e #21
. . . . i 04
up-regulation during the time series). o/ b |
Ea = il @
154/
551 ;
. 2]/
e -254
-0.8 T T T %3 T T T
1 2 3 4 5 1 2 3 4 5
Cluster 3 - 177 Genes Cluster 4 - 37 Genes
Mean sil. width: 0.361 Mean sil. width: 0.246
K-medoids Clustering Clusters: 4 ¥ | Distance: Euclidean ~ | Row Center: Row Mean ¥
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(continued)

8. The resulting heat map shows the
expression pattern of the 37 genes in
cluster 4.

9. To view an summary of the Gene
Ontologies associated with the genes in
this list, click on the Ontology link to bring
up the Ontology Report (go to step 12 in
this tutorial).

10. To view a data and gene summary for any
of the genes in the list select the gene title.

11. The One Click Gene Summary is a
synopsis of current UniGene and LocusLink
for the gene.

Show: 50 > (37 resuits found) [1-37)
[Reports: KEGG | [Cluster: £ es | Genes | [Results: Export | Save | View As Image |
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(37 results found) [1-37]

<

Shaw:

Project: Filtered e
» One-Click Gene Summary™

Probe Set ID: 143100_f_at ;

Accession No.: NM_079852 Gene Ontologies:

Cluster ID: Dm.20562 Biological Process

UG Title: Cecropin C + defense response to bacteria

+ defense response to Gram-negative bacteria

Gene ID: CecC « defense response to Gram-positive bacteria
Homologene: -  antibacterial humoral response (sensu
Chromosome: 3R Protostomia)

Cytoband: _ s defense response to fungi

Exfentr L Cellular Component

LocusLink: 43599 « extracellular region

Gene Name: Cecropin C

OMIM: -

KEGG: 43599

RefSeq mRNA: NM_079852 (FASTA)
RefSeq Prot:  NP_524591 (FASTA)
Summary:

[Perform Sequence Analysis]

CecC Search PubMed

Search for Homologs: | Select a project 2

© 2003-2004 VizX Labs, LLC, Seattle, WA. All Rights Reserved



Immune Response Tutorial

(continued

13. The Ontology Report lists the Gene
Ontology terms associated with the gene
list. See the help documents for this page
for more information about the Ontology
Report.

14.  Click on z-score report.

15. The z-score report lists the biological
process ontologies that are significantly
over or under represented. Genes involved
in the defense response are greatly
enriched in this cluster.

Z-score reports can be generated for each
of the clusters. The biological themes
associated with cluster are very different.

A GeneSifter.Net - Microarray Analysis Online | Analysis - Microsoft Internet Explorer
Fila Fdit View Favorites Tools  Help

) (B @ O seorch Sl Foventes ) (2

] Mtpe /el genesitar. natjusers/ e pliacy P

«®B-JA®

pa=pat_navfile=78. Bp_rut=Rdt=a.

GenesifterNet™
Candition 1 : Ohe
Condition 3 1 1.5hr

a
z
H

ontology
phvsslogeeal process
development
Bilegics
callutar p
behaviar

abssalete bolagreal process
regulation of biological process
wiral ife cycle

process unknown
coEs

- BESE

&) hisp: gt fhernet e o Baction

[ Ontalogy Report |

Totals T-sCare

GO List Array
& 18 475 08
<] 2 111 169
[} 196 o
= 1 3638 462
=) o 123 om
=] o 2 009
@ o a2 043
o] [ 1 007

devel (B0

Biclogica) geocess unknow (4 5%

colular process {4 35%)]

pat_nivilog =Blile=70 bl

{ Rislogical Process | Callar Compenent | Melarular Function |

b ']

Condition 1 :
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[ Biological Process | Cellular Component | Molecular Function ]

Ontology

response to external stimulus

defense response

response to biotic stimulus

antibacterial humoral response (sensu Protostomia)
defense response to bacteria

response to bacteria

defense response to Gram-negative bacteria
defense response to Gram-positive bacteria
defense response to funagi

response to funai

metabolism

immune response
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